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3 <110> APPLICANT: BJORCK, LARS 

4 HERWALD, HEIKO 

5 MORGELIN, MATTHIAS 

6 RUSSELL, WAYNE 

7 NORRBY-TEGLUND, ANNA , 

8 LINDBOM, LENNART 

9 SOLLENBERG, ULLA 

10 CRAMER, HENNING 

11 FLODGAARD, HANS 

13 <120> TITLE OF INVENTION: METHOD FOR IDENTIFYING AN ANT I -STREPTOCOCCAL AGENT AND 

14 ITS USE FOR TREATING STREPTOCOCCAL INFECTIONS 
16 <130> FILE REFERENCE: 053694-0131 

18 <140> CURRENT APPLICATION NUMBER: 10/553,904 

19 <141> CURRENT FILING DATE: 2005-10-21 

21 <150> PRIOR APPLICATION NUMBER: PCT/EP04/004429 

22 <151> PRIOR FILING DATE: 2004-04-23 

24 <150> PRIOR APPLICATION NUMBER: GB 0309246.7 

25 <151> PRIOR FILING DATE: 2003-04-23 

27 <150> PRIOR APPLICATION NUMBER: GB 0329112.7 

28 <151> PRIOR FILING DATE: 2003-12-16 
30 <160> NUMBER OF SEQ ID NOS : 11 

32 <170> SOFTWARE: Patentln Ver. 3.3 

34 <210> SEQ ID NO: 1 

35 <211> LENGTH: 484 

36 <212> TYPE: PRT 

37 <213> ORGANISM: Streptococcus pyogenes 
3 9 <400> SEQUENCE: 1 
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134 <210> SEQ ID NO: 2 

135 <211> LENGTH: 4 

136 <212> TYPE: PRT 

137 <213> ORGANISM: Artificial Sequence 
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139 <220> FEATURE: 

140 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 



143 <400> SEQUENCE: 2 

144 Gly Pro Arg Pro 

145 1 

148 <210> SEQ ID NO: 3 

149 <211> LENGTH: 4 

150 <212> TYPE: PRT 

151 <213> ORGANISM: Artificial Sequence 

153 <220> FEATURE: 

154 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

155 peptide 

157 <400> SEQUENCE: 3 

158 Gly His Arg Pro 

159 1 

162 <210> SEQ ID NO: 4 

163 <211> LENGTH: 13 

164 <212> TYPE: DNA 

165 <213> ORGANISM: Artificial Sequence 

167 <220> FEATURE: 

168 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

169 primer 

171 <400> SEQUENCE: 4 

172 gggttgttga gaa 13 

175 <210> SEQ ID NO: 5 

176 <211> LENGTH: 644 

177 <212> TYPE: PRT 

178 <213> ORGANISM: Homo sapiens 

180 <400> SEQUENCE: 5 

181 Met Phe Ser Met Arg He Val Cys Leu Val Leu Ser Val Val Gly Thr 

182 15 10 15 

184 Ala Trp Thr Ala Asp Ser Gly Glu Gly Asp Phe Leu Ala Glu Gly Gly 

185 20 25 30 

187 Gly Val Arg Gly Pro Arg Val Val Glu Arg His Gin Ser Ala Cys Lys 

188 35 40 45 

190 Asp Ser Asp Trp Pro Phe Cys Ser Asp Glu Asp Trp Asn Tyr Lys Cys 

191 50 55 60 

193 Pro Ser Gly Cys Arg Met Lys Gly Leu He Asp Glu Val Asn Gin Asp 

194 65 70 75 80 

196 Phe Thr Asn Arg He Asn Lys Leu Lys Asn Ser Leu Phe Glu Tyr Gin 

197 85 90 95 

199 Lys Asn Asn Lys Asp Ser His Ser Leu Thr Thr Asn He Met Glu He 

200 100 105 110 

2 02 Leu Arg Gly Asp Phe Ser Ser Ala Asn Asn Arg Asp Asn Thr Tyr Asn 
203 115 120 125 

2 05 Arg Val Ser Glu Asp Leu Arg Ser Arg He Glu Val Leu Lys Arg Lys 
206 130 135 140 

208 Val He Glu Lys Val Gin His He Gin Leu Leu Gin Lys Asn Val Arg 



141 



peptide 
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